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<110> APPLICANT: Kakimoto, Tatsuo 

<120> TITLE OF INVENTION: Homoebox Gene Encoding a Protein Involved in Differentiation 
<130> FILE REFERENCE: 001560-393 

<140> CURRENT APPLICATION NUMBER: US 09/787,737 
<141> CURRENT FILING DATE: 2001-06-26 

<150> PRIOR APPLICATION NUMBER: PCT/JPOO/04904 

<151> PRIOR FILING DATE: 2000-07-21 

<150> PRIOR APPLICATION NUMBER: JP 11*207995 

<151> PRIOR FILING DATE: 1999-07-22 

<160> NUMBER OF SEQ ID NOS : 8 

<170> SOFTWARE: Patentin version 3.0 

<210> SEQ ID NO: 1 ' . 

<211> LENGTH: 1214 
<212> TYPE: DNA 

<213> ORGANISM: Arabidopsis thaliana 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: (36). .(1010) 

<223> OTHER INFORMATION: Nucleotide sequence coding for a protein involved in 

differentiation 
<400> SEQUENCE: 1 
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339 tat etg ate tagtegtgtg ggagatttga gtttgaagaa gaaattaaga 1325 

340 Tyr Leu He 

343 ectgtctett tcttteacea tetaetcgta cgtaggctta aatgttaaga ttttataaag 1385 
345 tattggttte agttaeetgt tgtgacggtg tttatgtatg agtttcggac aaeattcaea 1445 
347 aaactctcte gttaaattgt tgaeetaata atatatgatg tgtgtttcat tattaaaaaa 1505 
349 aaaaaaaaaa aaa 1518 

353 <210> SEQ ID NO: 4 

354 <211> LENGTH: 378 

355 <212> TYPE: PRT 

356 <213> ORGANISM: Arabidopsis thaliana 
358 <220> FEATURE: 

360 <223> OTHER INFORMATION: Amino acid sequence coding for a protein involved in 

361 differentiation 
363 <400> SEQUENCE: 4 

365 Met Ala Ser Ser Asn Arg His Trp Pro Ser Met Phe Lys Ser Lys Pro 

366 15 10 15 

369 His Pro His Gin Trp Gin His Asp He Asn Ser Pro Leu Leu Pro Ser 

370 20 25 30 

373 Ala Ser His Arg Ser Ser Pro Phe Ser Ser Gly Cys Glu Val Glu Arg 

374 35 40 45 

377 Ser Pro Glu Pro Lys Pro Arg Trp Asn Pro Lys Pro Glu Gin He Arg 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/787,737 



DATE: 07/19/2001 
TIME: 12:21:33 



Input Set : A:\001560-393.ST25.txt 
Output Set: N:\CRF3\07192001\I787737.raw 



L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:466 M:283 W: Missing Blank Line separator, <220> field identifier 
L:479 M:283 W: Missing Blank Line separator, <220> field identifier 
L:492 M:283 W: Missing Blank Line separator, <220> field identifier 
L:505 M:283 W: Missing Blank Line separator, <220> field identifier 
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